In the title molecular salt, C 5 H 9 N 4 + ÁC 13 H 10 NO 2 À ÁC 5 H 8 N 4 , the asymmetric unit consists of a 6-amino-3,4-dimethyl-1,2,4-triazin-1-ium cation, a 2-anilinobenzoate anion and a neutral 3-amino-5,6-dimethyl-1,2,4-triazine molecule. The typical intramolecular NÁ Á ÁH-O hydrogen bond is observed in the 2-anilinobenzoate anion. In the crystal, the protonated N atom and the 3-amino group are hydrogen bonded to the carboxylate oxygen atoms via a pair of N-HÁ Á ÁO hydrogen bonds, forming an R 
In the title molecular salt, C 5 H 9 N 4 + ÁC 13 H 10 NO 2 À ÁC 5 H 8 N 4 , the asymmetric unit consists of a 6-amino-3,4-dimethyl-1,2,4-triazin-1-ium cation, a 2-anilinobenzoate anion and a neutral 3-amino-5,6-dimethyl-1,2,4-triazine molecule. The typical intramolecular NÁ Á ÁH-O hydrogen bond is observed in the 2-anilinobenzoate anion. In the crystal, the protonated N atom and the 3-amino group are hydrogen bonded to the carboxylate oxygen atoms via a pair of N-HÁ Á ÁO hydrogen bonds, forming an R 2 2 (8) ring motif. These motifs are further linked with adjacent neutral 3-amino-5,6-dimethyl-1,2,4-triazine molecules by N-HÁ Á ÁO and N-HÁ Á ÁN hydrogen bonds to produce centrosymmetric sixmembered units, enclosing R 2 2 (8) and R 3 4 (9) ring motifs. They are reinforced by a C-HÁ Á ÁN hydrogen bond and stack up the b-axis direction.
Structure description
Heterocyclic compounds play a role in the design of new drugs and materials (García-Valverde & Torroba, 2005; Kumar et al., 2014) . 1,2,4-Triazines and their analogues occupy a important position in medicinal chemistry as a result of their pharmacological activities (Abdel-Monem, 2010) . Drugs containing a 1,2,4-triazine ring are present in natural and many synthetic products, for example azaribine and lamotrigine, that have important biological activities. The crystal structure of 3-amino-5,6-dimethyl-1,2,4-triazine (Wu et al., 2012 ) and 3-amino-5,6-dimethyl-1,2,4-triazin-2-ium nitrate (Bel Haj Salah et al., 2013) have been reported. In order to study potential hydrogen-bonding interactions, the crystal structure determination of the title molecular salt was carried out.
The structure of the title molecular salt is illustrated in Fig. 1 . It is composed of a 6-amino-3,4-dimethyl-1,2,4-triazinium cation, a 2-anilinobenzoate anion and one neutral 3-amino-5,6-dimethyl-1,2,4-triazine molecule. Proton transfer from one of the carboxylate oxygen atoms (O1) to atom N2A of the cation results in widening of the C1A-N2A-N1A angle of the triazinium ring to 123.40 (13) , compared to the corresponding angle of 117.9 (3) in neutral 3-amino-5,6-dimethyl-1,2,4-triazine (Wu et al., 2012) , and that of the neutral 3-amino-5,6-dimethyl-1,2,4-triazine molecule present in the title molecular salt, where angle N1B-N2B-C1B is 117. 46 (12) . The dihedral angle between the rings in the anion is 44. 55 (11) . There is a typical intramolecular hydrogen bond N5-H1N5Á Á ÁO1 between the NH and carboxylate group of the 2-anilinobenzoate anion, forming an S(6) ring motif ( Fig. 1) .
In the crystal, the protonated N atom, N2A, and the 3-amino group (N3A) are hydrogen bonded to the carboxylate oxygen atoms (O1 and O2) via a pair of N2A-H1N2Á Á ÁO1 i and N3A-H1NAÁ Á ÁO2 i hydrogen bonds, forming an R 2 2 (8) ring motif (Table 1 and Fig. 2 ). These motifs are further linked with adjacent neutral 3-amino-5,6-dimethyl-1,2,4-triazine molecules by N3B-H2NBÁ Á ÁO2, N3A-H2NAÁ Á ÁN1B
ii and N3B-H1NBÁ Á ÁN2B
iii hydrogen bonds to produce a complementary DDAA (D = donor, A = acceptor) hydrogen-bonded array (Table 1 and Fig. 2 ). These centrosymmetric sixmembered units enclose R 
Synthesis and crystallization
A hot methanol solution (20 ml) of 3-amino-5,6-dimethyl-1,2,4-triazine (62 mg, Aldrich) and 2-anilinobenzoic acid Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x þ 1; y; z; (ii) Àx þ 1; Ày; Àz; (iii) Àx; Ày; Àz.
Figure 2
A view of the hydrogen bonded six-membered unit, involving the neutral triazine molecule, the triazinium cation and the benzoate anion. Hydrogen bonds are shown as dashed lines [symmetry codes for this figure are: (i) x + 1, y, z; (ii) Àx + 1, Ày, z; (iii) Àx + 2, Ày, Àz], and H atoms not involved in hydrogen bonding have been omitted for clarity.
Figure 3
The crystal packing of the title molecular salt, viewed along the normal to (110). H atoms not involved in hydrogen bonding (dashed lines; see Table 1 ) have been omitted for clarity.
Figure 1
A view of the molecular structure of the title molecular salt, with atom labelling. Displacement ellipsoids are drawn at the 30% probability level. (100 mg, Merk) were mixed and warmed over a heating magnetic stirrer hotplate for a few minutes. The resulting solution was allowed to cool slowly at room temperature and green plate-like crystals of the title compound appeared after a few days.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . Computer programs: APEX2 and SAINT (Bruker, 2009) , SHELXS97 (Sheldrick, 2008) , SHELXL2013 (Sheldrick, 2015) , Mercury (Macrae et al., 2008) and PLATON (Spek, 2009 ).
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IUCrData ( Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

